SEQUENCE LISTING 
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<12 0> POLYNUCLEOTIDE ENCODING A NOVEL HUMAN G- PROTEIN COUPLED RECEPTOR, 
HGPRBMY25 , EXPRESSED HIGHLY IN IMMUNE -RELATED TISSUES 



<130> 


D0126 NP 


<150> 
<151> 


US 60/270,134 
2001-02-21 


<150> 
<151> 


US 60/278, 952 
2001-03-27 


<160> 


69 


<170> 


Patentln vers: 


h <210> 
fi <211> 

:J <2i2> 

] <213> 


1 

1567 
DNA 

homo sapiens 


y, <220> 
<221> 
W <222> 


CDS 

(537) . . (1523) 


Q <400> 


1 



!|| ccacgcgtcc gataattact 


aagtacaggg 


tcccaaatta 


gaatctattc 


caacttaaag 


60 


gacaagaaaa 


aaaaagtcca 


agattaccca 


gtgaactatg 


tttgtagttt 


gtgtcaccaa 


120 


actgatagtc 


acgcctaatt 


tcttcttata 


ctccataaaa 


gacagtgtgt 


atgtatgtgt 


180 


gtgtgtttct 


ttgtgtgtat 


gtatgtattc 


aggtatatgt 


gtatagcctt 


agctaggaga 


240 


caattctagt 


ttatctaaag 


gcttatttga 


gccctttctc 


acgttcattt 


attttattta 


300 


ataagcatta 


tatatcaggt 


attattcaaa 


gctctttaga 


aatctttaga 


catattaacc 


360 


catataattc 


tcttctctat 


agggaataga 


tatgattatt 


attgctattt 


tatggatgat 


420 


gaagctttct 


aaacatgtta 


tagccagtaa 


gtgttactat 


tctctcattc 


ctatctctgt 


480 


tctatcttgt 


tcctccagat 


aatgtgatac 


tatgtggagg 


tttctgacca 


cagaga atg 


539 



Met 
1 

tec age act ctt ggc cac aac atg gaa tct cct cat cac act gat gtt 587 
Ser Ser Thr Leu Gly His Asn Met Glu Ser Pro His His Thr Asp Val 
5 10 15 

gac cct tct gtc ttc ttc etc ctg ggc ate cca ggt ctg gaa caa ttt 635 
Asp Pro Ser Val Phe Phe Leu Leu Gly He Pro Gly Leu Glu Gin Phe 
20 25 30 



1 



cat ttg tgg etc tea etc cct gtg tgt ggc tta ggc aca gec aca att 
His Leu Trp Leu Ser Leu Pro Val Cys Gly Leu Gly Thr Ala Thr lie 
35 40 45 

gtg ggc aat ata act att ctg gtt gtt gtt gec act gaa cca gtc ttg 
Val Gly Asn He Thr He Leu Val Val Val Ala Thr Glu Pro Val Leu 
50 55 60 65 

cac aag cct gtg tac ctt ttt ctg tgc atg etc tea acc ate gac ttg 
His Lys Pro Val Tyr Leu Phe Leu Cys Met Leu Ser Thr He Asp Leu 
70 75 80 

get gec tct gtc tec aca gtt ccc aag eta ctg get ate ttc tgg tgt 
Ala Ala Ser Val Ser Thr Val Pro Lys Leu Leu Ala lie Phe Trp Cys 
85 90 95 

gga gec gga cat ata tct gec tct gee tgc ctg gca cat atg ttc ttc 
Gly Ala Gly His He Ser Ala Ser Ala Cys Leu Ala His Met Phe Phe 
[,& 100 105 110 

:r; att cat gec ttc tgc atg atg gag tec act gtg eta ctg gec atg gee 
;™ He His Ala Phe Cys Met Met Glu Ser Thr Val Leu Leu Ala Met Ala 
P 115 120 125 

h 

^ ttt gat cgc tac gtg gee ate tgc cac cca etc cgc tat gec aca ate 
-J Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Ala Thr He 
III 130 135 140 145 

=: 

O ctc act < 3 ac acc atc att gec cac ata ggg gtg gca get gta gtg cga 
nj Leu Thr A sp Thr He He Ala His He Gly Val Ala Ala Val Val Arg 
|1| 150 155 160 

!*s ggc tec ctg ctc atg ctc cca tgt ccc ttc ttt att ggg cgt ttg aac 
;?? GL Y Ser Leu Leu Met Leu Pro Cys Pro Phe Phe He Gly Arg Leu Asn 
^ y 165 170 175 

ttc tgc caa age cat gtg atc eta cac acg tac tgt gag cac atg get 
Phe Cys Gin Ser His Val He Leu His Thr Tyr Cys Glu His Met Ala 
180 185 190 

gtg gtg aag ctg gee tgt gga gac acc agg cct aac cgt gtg tat ggg 
Val Val Lys Leu Ala Cys Gly Asp Thr Arg Pro Asn Arg Val Tyr Gly 
195 200 205 

ctg aca get gca ctg ttg gtc att ggg gtt gac ttg ttt tgc att ggt 
Leu Thr Ala Ala Leu Leu Val He Gly Val Asp Leu Phe Cys He Gly 
210 215 220 " 225 

ctc tec tat gee eta att gca caa get gtc ctt cgc ctc tea tec cat 
Leu Ser Tyr Ala Leu He Ala Gin Ala Val Leu Arg Leu Ser Ser His 
230 235 240 

gaa get egg tec aag gec eta ggg acc tgt ggt tec cat gtc tgt gtc 
Glu Ala Arg Ser Lys Ala Leu Gly Thr Cys Gly Ser His Val Cys Val 
245 250 255 

atc ctc atc tct tat aca cca gec ctc ttc tec ttt ttt aca cac cgc 



2 



lie Leu lie Ser Tyr Thr Pro Ala Leu Phe Ser Phe Phe Thr His Arg 
260 265 270 

ttt ggc cat cac gtt cca gtc cat att cac att ctt ttg gcc aat gtt 
Phe Gly His His Val Pro Val His He His He Leu Leu Ala Asn Val 
275 280 285 

tat ctg ctt ttg cca cct get ctt aat cct gtg gta tat gga gtt aag 
Tyr Leu Leu Leu Pro Pro Ala Leu Asn Pro Val Val Tyr Gly Val Lys 
290 295 300 305 

acc aaa cag ate cgt aaa aga gtt gtc agg gtg ttt caa agt ggg cag 
Thr Lys Gin He Arg Lys Arg Val Val Arg Val Phe Gin Ser Gly Gin 
310 315 320 

gga atg ggc ate aag gca tct gag tgaccctgga gtatagaggg acttaatcca 
Gly Met Gly He Lys Ala Ser Glu 

325 

aaaaaaaaaa aaaa 



<210> 2 

<211> 329 

<212> PRT 

<213> homo sapiens 

<400> 2 

Met Ser Ser Thr Leu Gly His Asn Met Glu Ser Pro His His Thr Asp 
15 10 15 



Val 



Asp Pro Ser Val Phe Phe Leu Leu Gly He Pro Gly Leu Glu Gin 



Phe His Leu Trp Leu Ser Leu Pro Val Cys Gly Leu Gly Thr Ala Thr 
35 40 45 



He Val Gly Asn He Thr He Leu Val Val Val Ala Thr Glu Pro Val 
50 55 60 



Leu His Lys Pro Val Tyr Leu Phe Leu Cys Met Leu Ser Thr He Asp 
65 70 75 80 



Leu Ala Ala Ser Val Ser Thr Val Pro Lys Leu Leu Ala lie Phe Trp 



Cys Gly Ala Gly His He Ser Ala Ser Ala Cys Leu Ala His Met Phe 
100 105 110 



3 



Phe lie His Ala Phe Cys Met Met Glu Ser Thr Val Leu Leu Ala Met 
115 120 125 



Ala Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Ala Thr 

130 135 140 

He Leu Thr Asp Thr He He Ala His He Gly Val Ala Ala Val Val 

145 150 155 160 



Arg Gly Ser Leu Leu Met Leu Pro Cys Pro Phe Phe lie Gly Arg Leu 
165 170 175 



Asn Phe Cys Gin Ser His Val He Leu His Thr Tyr Cys Glu His Met 
180 185 190 



Ala Val Val Lys Leu Ala Cys Gly Asp Thr Arg Pro Asn Arg Val Tyr 
195 200 205 



Gly Leu Thr Ala Ala Leu Leu Val He Gly Val Asp Leu Phe Cys He 
210 215 220 



Gly Leu Ser Tyr Ala Leu He Ala Gin Ala Val Leu Arg Leu Ser Ser 
225 230 235 240 



His Glu Ala Arg Ser Lys Ala Leu Gly Thr Cys Gly Ser His Val Cys 
245 250 255 



Val He Leu He Ser Tyr Thr Pro Ala Leu Phe Ser Phe Phe Thr His 
260 265 270 



Arg Phe Gly His His Val Pro Val His He His He Leu Leu Ala Asn 
275 280 285 



Val Tyr Leu Leu Leu Pro Pro Ala Leu Asn Pro Val Val Tyr Gly Val 
290 295 300 



Lys Thr Lys Gin He Arg Lys Arg Val Val Arg Val Phe Gin Ser Gly 
305 ~ 310 315 320 



Gin Gly Met Gly He Lys Ala Ser Glu 

325 



4 



<211> 320 
<212> PRT 

<213> Rattus norvegicus 
<400> 3 

Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Met Leu lie Gly lie 
15 10 15 

Pro Gly Leu Glu Glu Ala His Phe Trp Phe Gly Phe Pro Leu Leu Ser 

20 25 30 

Met Tyr Ala Val Ala Leu Phe Gly Asn Cys lie Val Val Phe lie Val 



Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 
50 55 60 

Leu Ala Ala lie Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys lie 
65 70 75 80 

Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu lie Thr Phe Asp Ala Cys 

85 90 95 

Leu Ala Gin Met Phe Phe He His Ala Leu Ser Ala He Glu Ser Thr 
100 105 110 

He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro 
115 120 125 

Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Val Gin He Gly 
130 135 140 

Met Val Ala Leu Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
145 150 155 160 

Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 

Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Thr Asp Thr Leu 
180 185 ' 190 

Pro Asn Val Val Tyr Gly Leu Thr Ala He Leu Leu Val Met Gly Val 
195 200 205 

Asp Val Met Phe He Ser Leu Ser Tyr Phe Leu lie lie Arg Ala Val 
210 215 220 

Leu Gin Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr Cys 
225 230 235 240 

Val Ser His He Gly Val Val Leu Ala Phe Tyr Val Pro Leu He Gly 
245 250 255 

Leu Ser Val Val His Arg Phe Gly Asn Ser Leu Asp Pro lie Val His 
260 265 270 



5 



Val Leu Met Gly Asp Val Tyr Leu Leu Leu Pro Pro Val He Asn Pro 
275 280 285 

He He Tyr Gly Ala Lys Thr Lys Gin He Arg Thr Arg Val Leu Ala 
290 295 300 

Met Phe Lys He Ser Cys Asp Lys Asp He Glu Ala Gly Gly Asn Thr 
305 310 315 320 

<210> 4 

<211> 320 

<212> PRT 

<213> homo sapiens 

<400> 4 

Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu He Gly He 
15 10 15 

Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser 
20 25 30 

Met Tyr Val Val Ala Met Phe Gly Asn Cys He Val Val Phe lie Val 
35 40 45 

Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 
50 55 60 

Leu Ala Ala He Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys He 
65 70 75 80 

Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu He Ser Phe Glu Ala Cys 
85 90 95 

Leu Thr Gin Met Phe Phe He His Ala Leu Ser Ala lie Glu Ser Thr 
100 105 110 

He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro 
115 120 125 

Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He Gly 
130 135 140 

He Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
!45 150 155 160 

Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 

Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu 
180 185 190 

Pro Asn Val Val Tyr Gly Leu Thr Ala lie Leu Leu Val Met Gly Val 
195 200 205 

Asp Val Met Phe He Ser Leu Ser Tyr Phe Leu He He Arg Thr Val 
210 215 220 



6 



Leu Gin Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr Cys 
225 230 235 240 



Val Ser His lie Gly Val Val Leu Ala Phe Tyr Val Pro Leu He Gly 
245 250 255 

Leu Ser Val Val His Arg Phe Gly Asn Ser Leu His Pro He Val Arg 
260 265 270 

Val Val Met Gly Asp He Tyr Leu Leu Leu Pro Pro Val He Asn Pro 

275 280 285 

He He Tyr Gly Ala Lys Thr Lys Gin He Arg Thr Arg Val Leu Ala 
290 295 300 

Met Phe Lys He Ser Cys Asp Lys Asp Leu Gin Ala Val Gly Gly Lys 
305 310 315 320 

<210> 5 

<211> 318 

<212> PRT 

<213> homo sapiens 

<400> 5 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 

15 10 15 

Leu Thr Gly He Pro Gly Leu Glu Ala Ala His Phe Trp He Ala He 

20 25 30 

Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly Asn Ala Ala Leu 
35 40 45 

He Leu Val He Ala Met Asp Asn Ala Leu His Ala Pro Met Tyr Leu 



Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu Ser Ser Thr Thr 
65 70 75 80 

Val Pro Lys Met Leu Ala He Leu Trp Leu His Ala Gly Glu He Ser 
85 90 95 

Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser He Tyr Ala 
100 105 110 

Leu Glu Ser Ser He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 

115 120 125 

He Cys Asn Pro Leu Arg Tyr Thr Thr He Leu Asn His Ala Val lie 

130 135 140 

Gly Arg He Gly Phe Val Gly Leu Phe Arg Ser Val Ala He Val Ser 
145 150 155 160 

Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys Gly His Arg Val 



7 



165 



170 



175 



Met Thr His Thr Tyr Cys Glu His Met Gly lie Ala Arg Leu Ala Cys 
180 185 190 

Ala Asn He Thr Val Asn He Val Tyr Gly Leu Thr Val Ala Leu Leu 
195 200 ' 205 

Ala Met Gly Leu Asp Ser He Leu He Ala He Ser Tyr Gly Phe He 

210 215 220 

Leu His Ala Val Phe His Leu Pro Ser His Asp Ala Gin His Lys Ala 
225 230 235 240 

Leu Ser Thr Cys Gly Ser His He Gly He He Leu Val Phe Tyr He 
245 250 255 

Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His His Glu Val 
260 265 270 

Pro Lys His Val His He Phe Leu Ala Asn Leu Tyr Val Leu Val Pro 
275 280 285 

Pro Val Leu Asn Pro He Leu Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 

Ser Arg Leu Leu Lys Leu Leu His Leu Gly Lys Thr Ser He 
305 310 315 

<210> 6 

<211> 314 

<212> PRT 

<213> Mus musculus 



Met Ala Gly Asn Ala Thr His His He Ala Ser Phe Phe Leu Val Gly 
15 10 15 

lie Pro Gly Leu Glu Asn Phe His Cys Trp lie Gly lie Pro Val Cys 

20 25 30 

Leu Leu Phe Ala Leu Thr Leu Leu Gly Asn Ser He He Leu Thr Thr 
35 40 45 

Val Lys Leu Glu Pro Ser Leu His Gin Pro Met Tyr Phe Phe Leu Cys 
50 55 60 

Met Leu Ala Met Asn Asp Met Cys Leu Thr Cys Ser Thr Ala Leu Lys 
65 70 75 80 

Met Leu Gly He Phe Trp Phe Asp Glu His Trp He Asn Phe Asp Ala 



<400> 



6 



85 



90 



95 



Cys Leu Thr Gin Met Phe Phe He His Thr Leu Cys He Met Glu Ser 
100 105 110 



Ala lie Leu Val Ala Met Ala Phe Asp Arg Phe Val Ala lie Cys He 
115 120 125 

Pro Leu His Tyr Thr Ser He Leu Thr Met Pro Met Val lie Lys He 
130 135 140 

Gly Leu Val Gly Leu Gly Arg Ala He Leu Met He Met Pro Cys Pro 
145 150 155 160 

Leu Leu He Lys Arg Leu Leu Tyr Tyr Thr Lys Tyr Val He His His 
165 170 175 

Ala Tyr Cys Glu His Met Ala Val Val Lys Met Ala Ser Gly Asn Thr 
180 185 190 

Gin Val Asn Arg He Tyr Gly He Leu Val Ala Leu Ser Val Thr He 
195 200 205 

Phe Asp Leu Gly Leu He Val Thr Ser Tyr He Lys He Leu Gin Ala 
210 215 220 

Val Phe Arg Leu Ser Ser Gin Asn Ala Arg Ser Lys Ala Leu Gly Thr 
225 230 235 240 

Cys Val Ala His Val Cys Thr He Leu Ala Phe Tyr Thr Pro Ala Leu 
245 250 255 

Phe Ser Phe Leu Thr His Arg Phe Gly Lys Asn Val Pro Ala Ser He 
260 265 270 

His He He Phe Ala He Leu Tyr Leu Leu Val Ser Pro Thr Val Asn 
275 280 285 

Pro Leu Val Tyr Gly Ala Lys Thr Lys Gin He Arg Asp Arg Val Val 
290 295 300 

Ser Leu Leu Phe Ser Gin Lys Gin Lys Phe 
305 310 

<210> 7 

<211> 80 

<212> DNA 

<213> homo sapiens 

<400> 7 

tgcaaaacaa gtcaacccca atgaccaaca gtgcagctgt cagcccatac acacggttag 
gcctggtgtc tccacaggcc 



<210> 8 

<211> 20 

<212> DNA 

<213> homo sapiens 



<400> 8 

gccatgtgat cctacacacg 



<210> 9 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 9 

cacagacatg ggaaccacag 20 



<210> 10 

<211> 24 

<212> PRT 

<213> homo sapiens 

<400> 10 

Leu Trp Leu Ser Leu Pro Val Cys Gly Leu Gly Thr Ala Thr lie Val 

15 10 15 

Gly Asn lie Thr lie Leu Val Val 

20 

<210> 11 

<211> 26 

<212> PRT 

<213> homo sapiens 

<400> 11 

Leu Phe Leu Cys Met Leu Ser Thr lie Asp Leu Ala Ala Ser Val Ser 
15 10 15 

Thr Val Pro Lys Leu Leu Ala lie Phe Trp 
20 25 

<210> 12 

<211> 19 

<212> PRT 

<213> homo sapiens 

<400> 12 

Phe Phe lie His Ala Phe Cys Met Met Glu Ser Thr Val Leu Leu Ala 
15 10 15 

Met Ala Phe 



<210> 13 

<211> 21 

<212> PRT 

<213> homo sapiens 

<400> 13 



10 



He Gly Val Ala Ala Val Val Arg Gly Ser Leu Leu Met Leu Pro Cys 
15 10 15 



Pro Phe Phe He Gly 

20 

<210> 14 

<211> 25 

<212> PRT 

<213> homo sapiens 

<400> 14 

Ala Ala Leu Leu Val He Gly Val Asp Leu Phe Cys He Gly Leu Ser 
15 10 15 

Tyr Ala Leu He Ala Gin Ala Val Leu 
20 25 

<210> 15 

<211> 25 

<212> PRT 

<213> homo sapiens 

<400> 15 

Ala Leu Gly Thr Cys Gly Ser His Val Cys Val He Leu He Ser Tyr 
15 10 15 

Thr Pro Ala Leu Phe Ser Phe Phe Thr 
20 25 

<210> 16 

<211> 27 

<212> PRT 

<213> homo sapiens 

<400> 16 

Val Pro Val His He His He Leu Leu Ala Asn Val Tyr Leu Leu Leu 
1 5 10 * 15 

Pro Pro Ala Leu Asn Pro Val Val Tyr Gly Val 
20 25 

<210> 17 

<211> 14 

<212> PRT 

<213> homo sapiens 

<400> 17 

Ala Thr lie Val Gly Asn He Thr He Leu Val Val Val Ala 
15 10 

<210> 18 
<211> 13 



11 



<212> PRT 

<213> homo sapiens 

<400> 18 

Leu Phe Ser Phe Phe Thr His Arg Phe Gly His His Val 
15 10 

<210> 19 

<211> 14 

<212> PRT 

<213> homo sapiens 

<400> 19 

Val Arg Val Phe Gin Ser Gly Gin Gly Met Gly lie Lys Ala 

1 5 10 

<210> 20 

<211> 27 

<212> PRT 

<213> homo sapiens 

<400> 20 

His Ala Phe Cys Met Met Glu Ser Thr Val Leu Leu Ala Met Ala Phe 
15 10 15 

Asp Arg Tyr Val Ala lie Cys His Pro Leu Arg 

20 25 

<210> 21 

<211> 17 

<212> PRT 

<213> homo sapiens 

<400> 21 

Lys Leu Leu Ala lie Phe Trp Cys Gly Ala Gly His lie Ser Ala Ser 
15 10 15 

Ala 



<210> 22 

<211> 8 

<212> PRT 

<213> bacteriophage T7 

<400> 22 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 

<210> 23 

<211> 733 

<212> DNA 



12 



<213> homo sapiens 





<400> 23 
gggatccgga 


gcccaaatct 


tctgacaaaa 




aattcgaggg 


tgcaccgtca 


gtcttcctct 




tctcccggac 


tcctgaggtc 


acatgcgtgg 




tcaagttcaa 


ctggtacgtg 


gacggcgtgg 




aggagcagta 


caacagcacg 


taccgtgtgg 




ggctgaatgg 


caaggagtac 


aagtgcaagg 




agaaaaccat 


ctccaaagcc 


aaagggcagc 




catcccggga 
atccaagcga 


tgagctgacc 
catcgccgtg 


aagaaccagg 
gagtgggaga 


: :: 


ccacgcctcc 


cgtgctggac 


tccgacggct 




acaagagcag 


gtggcagcag 


gggaacgtct 




acaaccacta 


cacgcagaag 


agcctctccc 




gactctagag 


gat 




E 


<210> 24 

<211> 24 

<212> DNA 

<213> Homo sapiens 






<400> 24 
gttgccactg 


aaccagtctt 


gcac 




<210> 25 

<211> 25 

<212> DNA 

<213> Homo sapiens 






<400> 25 
ctcagatgcc 


ttgatgccca 


ttccc 




<210> 26 

<211> 24 

<212> DNA 

<213> Homo sapiens 






<400> 26 
atgtccagca 


ctcttggcca 


caac 



ctcacacatg cccaccgtgc ccagcacctg 60 

tccccccaaa acccaaggac accctcatga 120 

tggtggacgt aagccacgaa gaccctgagg 180 

aggtgcataa tgccaagaca aagccgcggg 240 

tcagcgtcct caccgtcctg caccaggact 300 

tctccaacaa agccctccca acccccatcg 360 

cccgagaacc acaggtgtac accctgcccc 420 

tcagcctgac ctgcctggtc aaaggcttct 480 

gcaatgggca gccggagaac aactacaaga 54 0 

ccttcttcct ctacagcaag ctcaccgtgg 600 

tctcatgctc cgtgatgcat gaggctctgc 660 

tgtctccggg taaatgagtg cgacggccgc 720 

733 



24 



25 



24 



13 



<210> 27 

<211> 20 

<212> DNA 

<213> Homo sapiens 





<400> 27 








gtgatggcca aagcggtgtg 




20 




<210> 28 








<211> 23 








<212> DNA 








<213> Homo sapiens 








<400> 28 








caggtgcagc tggtgcagtc 


tgg 


23 




<210> 29 








<211> 23 








<212> DNA 








<213> Homo sapiens 






SI 


<400> 29 








caggtcaact taagggagtc 


tgg 


2 j 


Ul 








: L 


<210> 30 








<211> 23 






: u 


<212> DNA 








<213> Homo sapiens 








<400> 30 








gsggt gc3.gc t cjcft ggagt c 


tgg 


23 




<210> 31 








<211> 23 








<212> DNA 








<213> Homo sapiens 








<400> 31 








caggtgcagc tgcaggagtc 


ggg 


23 




<210> 32 








<211> 23 








<212> DNA 








<213> Homo sapiens 








<400> 32 








gaggtgcagc tgttgcagtc 


tgc 


23 



<210> 33 
<211> 23 
<212> DNA 



14 



<213> Homo sapiens 



<400> 33 

caggtacagc tgcagcagtc agg 



<210> 34 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 34 

tgaggagacg gtgaccaggg tgcc 



<210> 35 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 35 

tgaagagacg gtgaccattg tccc 



<210> 36 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 36 

tgaggagacg gtgaccaggg ttcc 



<210> 37 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 37 

tgaggagacg gtgaccgtgg tccc 

<210> 38 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 38 

gacatccaga tgacccagtc tec 



<210> 39 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 39 



gatgttgtga tgactcagtc tec 



23 



<210> 40 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 40 

gatattgtga tgactcagtc tec 



<210> 41 

<211> 23 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 41 

gaaattgtgt tgacgcagtc tec 



<210> 42 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 42 

gacatcgtga tgacccagtc tec 

<210> 43 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 43 

gaaacgacac tcacgcagtc tec 

<210> 44 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 44 

gaaattgtgc tgactcagtc tec 

<210> 45 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 45 

cagtctgtgt tgacgcagcc gec 



16 



<210> 46 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 46 

cagtctgccc tgactcagcc tgc 



<210> 47 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 47 

tcctatgtgc tgactcagcc acc 



<210> 48 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 48 

tcttctgagc tgactcagga ccc 



<210> 49 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 49 

cacgttatac tgactcaacc gcc 



<210> 50 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 50 

caggctgtgc tcactcagcc gtc 



<210> 51 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 51 

aattttatgc tgactcagcc cca 



<210> 52 
<211> 24 
<212> DNA 



<213> Homo sapiens 



<400> 52 

acgtttgatt tccaccttgg tccc 



<210> 53 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 53 

acgtttgatc tccagcttgg tccc 



<210> 54 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 54 

acgtttgata tccactttgg tccc 



<210> 55 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 55 

acgtttgatc tccaccttgg tccc 



<210> 56 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 56 

acgtttaatc tccagtcgtg tccc 



<210> 57 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 57 

cagtctgtgt tgacgcagcc gcc 



<210> 58 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 58 



cagtctgccc tgactcagcc tgc 

<210> 59 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 59 

tcctatgtgc tgactcagcc acc 



<210> 60 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 60 

tcttctgagc tgactcagga 



<210> 61 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 61 

cacgttatac tgactcaacc gcc 



<210> 62 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 62 

caggctgtgc tcactcagcc gtc 



<210> 63 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 63 

aattttatgc tgactcagcc cca 



<210> 64 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 64 

gtccccaagc ttgcaccatg tccagcactc ttggcc 
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<210> 65 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 65 

cgggatccta ctcagatgcc ttgatgc 



<210> 66 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<400> 66 

cgggatccta cttgtcgtcg tcgtccttgt agtcctcaga tgccttgatg c 



<210> 67 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 67 

ctgtggagac accaggccta a 



!J <210> 68 

Q <211> 21 

111 <212> DNA 

111 <213> Homo sapiens 

g <400> 68 

ji^ agtcaacccc aatgaccaac a 



<210> 69 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 69 

tgcagctgtc agcccataca cacg 
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